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The genetic evaluations are essential to know the nature of the action of genes in the control of traits 

under selection, where the REML/BLUP (Restricted Maximum Likelihood/Best Linear Unbiased 

Prediction) method stands out. This methodology consists of estimating the components of variance 

by the REML method and predicting the genotypic values by the BLUP method. Thus, estimated to 

predict the genetic gains through the selection and to select the genotypes with high-performance 

genetic traits. Studies already performed on fruit crops have shown the efficiency of mixed models 

for selecting genotypes with superior performance. After that, the objective was to verify the 

efficiency of the genotype selection of six passion fruit full-sib families from the second generation 

of backcrossing (RC2) using the mixed model methodology REML/BLUP, aiming at resistance to 

CABMV. The experimental design was carried out in a randomized block with six replications with 

unbalanced plots. The following characteristics were evaluated: total fruit production (TFP), number 

of fruits per plant (NF), productivity (P), average fruit mass (FM), average pulp mass (PM), average 

pulp yield (PY), average fruit length (FL), average fruit diameter (FD), shell thickness (ST) and total 

soluble solids (TSS). The accuracy for selecting progenies for all evaluated traits was high, ≥ 95%, 

indicating high precision in the predicted values. The broad-sense heritability (h2a) had predicted 

values ranging from 12.73% to 61.9%. The broad-sense heritabilities (h2mp) showed values ≥ 90%. 

This indicates that the selection will be more accurate inside families. The families 293 and 355 were 

the best ranked for genetic gains where the best genotypes 157, 214, 483,546, 583, 632, and 632. The 

REML/BLUP methodology proved to be efficient for selecting superior genotypes of passion fruit 

for aiming resistance to CABMV. 
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