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The methodology called regional mapping of heritability (RHM) has become important in the 

identification of loci of quantitative characteristics (QTLs) related to the main characteristics of 

different animal and plant species. Here, RHM was applied to two characteristics of popcorn to 

identify the QTLs and genes involved in their expression. The following characteristics were 

evaluated: plant height and height of the first ear. Genotyping to identify SNPs (single nucleotide 

polymorphism) was carried out on 200 parents resulting from the recurrent selection of the open 

pollination variety UENF-14, while phenotyping was carried out in two environments (Campos dos 

Goytacazes and Itaocara) considering 98 S1 families derived from these 200 genotyped parents. The 

candidate genes were noted based on the reference genome B73, version 3. The height of the plant 

proved to be correlated with the GRMZM2G133175 gene, whose protein is associated with resistance 

to abiotic stress. The mitochondrial phosphate transporter (MPT), indispensable for plant growth and 

development, is directly involved in the height of insertion of the first ear in corn plants. These results, 

although preliminary, are of utmost importance to elucidate the expression of these characteristics in 

the future, using SNPs markers. 
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